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Please find below a communication from the EXAMINER in charge of this application 

This application contains sequence disclosures that are encompassed by the definitions 
for nucleotide and/or amino acid sequences set forth in 37 C.F.R. § 1.821(a)(1) and (a)(2). 
However, this application fails to comply with the requirements of 37 C.F.R. §§ 1.821-1.825 for 
the reason(s) set forth on the attached Notice To Comply With Requirements For Patent 
Applications Containing Nucleotide Sequence And/Or Amino Acid Sequence Disclosures. 

APPLICANT IS GIVEN 30 days FROM THE DATE OF THIS LETTER WITHIN 
WHICH TO COMPLY WITH THE SEQUENCE RULES, 37 C.R.F. §§ 1.821-1.825. Failure to 
comply with these requirements will result in ABANDONMENT of the application under 37 
C.F.R. § 1.821(g). Extensions of time may be obtained by filing a petition accompanied by the 
extension fee under the provisions of 37 C.F.R. § 1.136. In no case may an applicant extend the 
period for response beyond the six month statutory period. Direct the response to the 
undersigned. Applicant is requested to return a copy of the attached Notice to Comply with the 
response. 

Any inquiry concerning this communication or earlier communications from the examiner 
should be directed to Examiner Janet Andres whose telephone number is (703) 305-0557. If the 
examiner cannot be reached, inquiries can be directed to Supervisory Patent Examiner Yvonne 
Eyler whose telephone number is (703) 308-6564. The fax number for the organization where 
this application or proceeding is assigned is (703) 308-4242. 

Any inquiry of a general nature or relating to the status of this application should be 
directed to the Group receptionist whose telephone number is (703) 308-0196. 




YVONNE EYLER, PH.D 
SUPERVISORY PATENT EXAMINER 
TECHNOLOGY CENTER 1600 



lication No.: 09/530219 



NOTICE TO COMPLY WITH REQUIREMENTS FOR PATENT APPLICATIONS CONTAINING 
NUCLEOTIDE SEQUENCE AND/OR AMINO ACID SEQUENCE DISCLOSURES 

Applicant must file the items indicated below within the time period set the Office action to which 
the Notice is attached to avoid abandonment under 35 U.S.C. § 133 (extensions of time may be 
obtained under the provisions of 37 CFR 1.136(a)). 

The nucleotide and/or amino acid sequence disclosure contained in this application does not 
comply with the requirements for such a disclosure as set forth in 37 C.F.R. 1 .821 - 1 .825 for the 
following reason(s): 



□ 
□ 



1. This application clearly fails to comply with the requirements of 37 C.F.R. 1.821-1.825. Applicant's 
attention is directed to the final rulemaking notice published at 55 FR 1 8230 (May 1 , 1 990), and 1 114 
OG 29 (May 15, 1990). If the effective filing date is on or after July 1, 1998, see the final rulemaking 
notice published at 63 FR 29620 (June 1, 1998) and 1211 OG 82 (June 23, 1998). 

2. This application does not contain, as a separate part of the disclosure on paper copy, a "Sequence 
Listing" as required by 37 C.F.R. 1.821(c). 

3. A copy of the "Sequence Listing" in computer readable form has not been submitted as required by 
37 C.F.R. 1.821(e). 

4. A copy of the "Sequence Listing" in computer readable form has been submitted. However, the 
content of the computer readable form does not comply with the requirements of 37 C.F.R. 1 .822 
and/or 1.823, as indicated on the attached copy of the marked -up "Raw Sequence Listing." 



□ 5. The computer readable form that has been filed with this application has been found to be damaged 
and/or unreadable as indicated on the attached CRF Diskette Problem Report. A Substitute 
computer readable form must be submitted as required by 37 C.F.R. 1 .825(d). 

□ 6. The paper copy of the "Sequence Listing" is not the same as the computer readable from of the 
"Sequence Listing" as required by 37 C.F.R. 1.821(e). 

n 7. Other: 

l— ' Applicant Must Provide: 

An initial or substitute computer readable form (CRF) copy of the "Sequence Listing". 

SAn initial or substitute paper copy of the "Sequence Listing", as well as an amendment directing its entry 
into the specification. 

SA statement that the content of the paper and computer readable copies are the same and, where 
applicable, include no new matter, as required by 37 C.F.R. 1.821(e) or 1.821(f) or 1.821(g) or 
1.825(b) or 1.825(d). 

For questions regarding compliance to these requirements, please contact: 

For Rules Interpretation, call (703) 308-4216 
For CRF Submission Help, call (703) 308-4212 
Patentln Software Program Support 

Technical Assistance 703-287-0200 

To Purchase Patentln Software 703-306-2600 



PLEASE RETURN A COPY OF THIS NOTICE WITH YOUR REPLY 



RAW SEQUENCE LISTING 
ERROR REPORT 



The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readable 
form: 



Application Serial Number: 
Source: 

Date Processed by STIC: 




THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION QUESTIONS, PLEASE CONTACT MARK SPENCER, 703-308-4212. 

FOR SEQUENCE RULES INTERPRETATION, PLEASE CONTACT ROBERT WAX, 703-308-4216. 
PATENTIN 2.1 e-mail help: patin21help@uspto.eov or phone 703-306-4119 (R. Wax) 
PATENTTN 3.0 e-mail help: patin3h el p(%u spto.gov or phone 703-306-4119 (R. Wax) 

TO REDUCE ERROREI? SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 3.0 PROGRAM. ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE SfeLOW: 



Checker Version 3.0 

The Checker Version 3.0 application is a state-of the-art Windows based software program 
employing a logical and intuitive user-interface to check whether a sequence listing is in 
compliance with format and content rules. Checker Version 3.0 works for sequence listings 
generated for the original version of 37 CFR §§1.821 - 1.825 effective October 1, 1990 (old 
rules) and the revised version (new rules) effective July 1, 1998 as well as World Intellectual 
Property Organization (WIPO) Standard ST.25. 

| Checker Version 3.0 replaces the previous DOS-based version of Checker, and is Y2K- 
I compliant. Checker allows public users to check sequence listings in Computer Readable form 
| (CRF) before submitting them to the United States Patent and Trademark Office (USPTO). 
I Use of Checker prior to filing the sequence listing is expected to result in fewer errored sequence 
| listings, tmts saving time and money. . . 

' Ctiecker Version 3.0 can be down loaded from the USPTO website at the following address: 

r > http://yrsvw.uspto.gov/web/offices/pac/checker 




)V 1 3 20Q1 



Raw Sequence Listing Error Summary 



^CEIVED 

NOV 1 3 2001 
T[Cl)CENTER1600/29nO 



, NUMBER: OWfy Ztfrf 



ERROR DETECTED 

ATTN: NEW RULES CASES: 

1 Wrapped Nucleics 

Wrapped Aminos 



SUGGESTED CORRECTION SERIAL 1 

PLEASE DISREGARD ENGLISH "ALPHA" HEADERS, WHICH WERE INSERTED BY PTO SOFTWARE 

The number/lext at the end of each line "wrapped" down to the next line. This may occur if your file 
was retrieved in a word processor after creating it. Please adjust your right margin to .3; this will 
prevent "wrapping." 



2 _Invalid Line Length The rules require that a line not exceed 72 characters in length, this includes white spaces. 



3 Misaligned Amino 

Numbering 

4 Non-ASCII 



J 



_ Variable Length - 



Patentln 2.0 
"bug" 



_Skippcd Sequences 
(OLD RULES) 



_Skipped Sequences' , 
(NEW RULES) 



_Use of n*s or Xaa's 
(NEW RULES) 
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Jnvalid <213> 
Response 

Use of <220> 



The numbering under each 5* amino acid is misaligned. Do not use tab codes between numbers; 
use space characters, instead. 

The submitted file was not saved in ASCII(DOS) text, as required by the Sequence Rules. Please 
ensure your subsequent submission Is saved In ASCII teit. 

Sequenced) 0 contain n's or Xaa's representing more thai* one residue. Per Sequence Rules, 
each n or Xaa can only represent a single residue. Please present the maximum number of each 
residue having variable length and indicate in the <220>-<223> section that some may be missing. 

A "bug" in Patentln version 2.0 has caused Aft <220>-<223>*ectton to be missing from amino acid 

sequences(s) . Normally, Patentln would'autonMti^Iy.generate this section from the 

previously coded nucleic acid sequence. Please manually copy th« relevant <220>-<223> section to 
the subsequent amino acid sequence. This applies to the mandatory <220>-<223> sections for 
Artificial or Unknown sequences. 

Sequences) missing. If intentional, please insert the following lines for each skipped sequence: 

(2) INFORMATION FOR SEQ ID NO:X: (insert SEQ ID NO where M X" is shown) 
(i) SEQUENCE CHARACTERISTICS: (Do not insert any subheadings under this heading) 

(xi) SEQUENCE DESCRIPTIORSEQ ID NO:X: (insert SEQ ID NO where "X" is shown) 
This sequence is intentionally skipped 

Please also adjust the "(ii) NUMBER OF SEQUENCES:" response to Include the skipped sequences. 

Sequences) missing. If intentional, please insert the following lines for each skipped sequence. 

<210> sequence id number 
<400> sequence id number 
000 

Use of n's and/or Xaa's have been detected in the Sequence Listing. 

Per 1.823 of Sequence Rules, use of <220>-<223> is MANDATORY if n's or Xaa's are present. 

In <220> to <223> section, please explain location of n or Xaa, and which residue n or Xaa represents. 

Per 1.823 of Sequence Rules, the only valid <213> responses are: Unknown, Artificial Sequence, or 
scienufic'name (Genus/species). <220>-<223> section is required when <2 1 3> response is Unknown or 
is Artificial Sequence 
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Sequenced) missing the <220> "Feature" and associated numeric identifiers and responses. 

Use of <220> to <223> is MANDATORY if <2I3> "Organism" response is "Artificial Sequence" or 
"Unknown." Please explain source of genetic material in <220> to <223> section. 
(See "Federal Regrster," 06/01/1998, Vol. 63, No. 104, pp. 2963 1-32) (Sec. 1.823 of Sequence Rules) 

_PatcntIn 2.0 Please do not use "Copy to Disk" function of Patentln version 2.0. This causes a corrupted file, 

»b U g» resulting in missing mandatory numeric identifiers and responses (as indicated on raw sequence 

listing). Instead, please use "File Manager" or any other manual means to copy file to floppy disk. 



13 ■ Misuse of n ~ h can only be used to represent a single nucleotide in a nucleic acid sequence. N is not used to represent 

any value not specifically a nucleotide. 



AMC/MH - Biotechnology Systems Branch -08/21/2001 
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RAW SEQUENCE LISTING DATE : 09/20/2001 

PATENT APPLICATION: US/09/53 0 , 2 19A TIME: 10:43:27 

input Set : A:\40168.app 

Output Set: N:\CRF3\09202001\I530219A.raw 

3 <110> APPLICANT : NIEHRS , CHRISTOF 

4 GLINKA, ANDREI 

6 <120> TITLE OF INVENTION: AN INHIBITOR PROTEIN OF THE WNT SIGNAL PATH 
8 <130> FILE REFERENCE: 40168 
10 <140> CURRENT APPLICATION NUMBER: 09/530, 219A 
C--> 11 <141> CURRENT FILING DATE: 2001-09-10 mfOpW 

13 <150> PRIOR APPLICATION NUMBER: PCT/DE9 8/0 31 55 noeS Ue©^ 

14 <151> PRIOR FILING DATE : 1998-10-27 0'^® 
16 <150> PRIOR APPLICATION NUMBER: DE 197 47 418.7 QOT^ 0 



17 <151> PRIOR FILING DATE: 1997-10-27 
19 <160> NUMBER OF SEQ ID NOS : 9 
21 <170> SOFTWARE: Patentln Ver . 2.1 

23 <210> SEQ ID NO: 1 

24 <211> LENGTH: 1297 

25 <212> TYPE: DNA 

26 <213> ORGANISM: Xenopus laevis 

28 <400> SEQUENCE: 1 

29 gacagtcgga gccggcgctg cagcatcaaa gggacttatc ttggaggact tgtgaattct 60 

30 catcctgcca ttgtggttac tgagtctggt tggacagagg aatgggcagc aacatgttcc 120 

31 cggtgcctct tattgtcttt tggggtttta tcttggatgg ggcacttggc tttgtcatga 180 

32 tgaccaactc caactccatc aagaatgtgc cggcggcacc agcaggtcag cccattggct 240 

33 actaccctgt gagcgtcagt ccggactccc tatatgatat tgccaacaag taccaacctc 300 

34 tggatgccta cccgctctac agttgcacgg aagatgatga ctgtgccctt gatgaattct 360 

35 gtcacagttc cagaaacggc aactctctgg tttgcttggc atgccggaaa cgcagaaagc 420 

36 gttgcctgag ggacgccatg tgctgcacag gcaactactg tagcaacgga atttgtgtcc 480 

37 ctgtggagca agatcaagag cgcttccaac accagggata cctggaagaa accattctgg 540 

38 aaaactataa taatgctgat catgcaacaa tggatactca ttccaaatta accacgtccc 600 

39 catctggaat gcagcccttt aaaggccgtg atggtgatgt ttgcctccga tcaactgact 660 

40 gtgcgccagg tctatgctgt gcccgtcatt tctggtcaaa gatctgcaag ccggtccttg 720 

41 atgaaggcca agtgtgcacc aagcacagga ggaaaggctc tcacgggcta gagattttcc 780 

42 agcgttgtca ctgcggtgcc ggactctcgt gccggttaca gaaaggagaa tttacaactg 840 
4 3 tccctaaaac atcgagactt cacacttgcc aaagacacta agcgaggcct acagagcctg 900 

44 aaggaccttc tctaaattaa gctaattaag actttggtac ctgcatgtta ttttctcagt 960 

45 ttacatgaag tgctctggtc ttccctgaac ccggaagctg cgcaacttgt ttcttttttt 1020 

46 gaggaacttc ctaattaatg ctaattacag taaattactg tgttgtaaat actacgcaag 1080 

47 gagacctgta aaaactgtaa atacccgtgt atagaaagtg tacatgatct tctctattgt 1140 
4 8 aacctgccac cttgtacatt ccgacgcgct cttccctttt tatatatata tatatataaa 1200 

49 tatatattat attatgtaga gtttacgtct agtatgtctg tatttttaat tgaaataaaa 1260 

50 catttctaaa cttaaaaaca aaaaaaaaaa aaaaaaa 1297 

53 <210> SEQ ID NO: 2 

54 <211> LENGTH: 881 

55 <212> TYPE: DNA 

56 <213> ORGANISM: Mus sp . 

58 <400> SEQUENCE: 2 

59 tgcaggcatg aacaaggact gggttcggcg gcagtgagaa gggcaaaagc ctggggcagg 60 

60 cctacccttg cagcagtgat aaggaatgtg aagttggaag atactgccac agtccccacc 120 

61 aaggttcatc agcctgcatg ctctgtagga ggaaaaagaa acgatgccac agagatggga 180 



file://C:\Crf3\Outhold\VsrI530219A.htm 
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RAW SEQUENCE LISTING ™™> 09/20/2001 

PATENT APPLICATION : US/09/530 , 219A TIME : 10:43:27 

input Set : A:\40168.app 

Output Set: N:\CEF3\09202001\I530219A.raw 

62 tgtgttgccc tggtacccgc tgcaataatg gaatctgcat cccagtcact gagagcatcc 240 

63 tcaccocaca tatcccagct ctggatggca cccggcatag agatcgcaac catggtcact 300 

64 attccaacca tgacctggga tggcagaatc taggaaggcc acactccaag »tgcctcata 360 

65 taaaaggaca tgaaggagac ccatgcctac ggtcatcaga ctgcattgat Mgttttgtt 420 

66 gtgctcgcca cttctggacc aaaatctgoa aaccagtgot ccatcag.ggg gaagtctgta 480 

67 ccaaacaacg caagaagggt tcgcaogggc tggagatttt ccagaggtgt gactgtgcaa 540 

68 agggootgtc ctgcaaagtg tggaaagatg ccacctactc ttccaaagcc agactccatg 600 

69 tatgccagaa gatctgataa acactggaag agtoatcact agcagactgt g»««tgtgt 660 

70 atttaatgca ttatggcatg atggaaacct ggattggaat gcggaagaat gagggatgtg 720 

71 gtaagaatgt ggagcagaag agggcaggac tgaatcaagt agagtcgaca "0 

72 tactaccagt gcttccgtta tgtgcctcat ctatgtaaat aatgtacaca tttgtgaaaa 840 

73 tgctattatt aaaagaaagc acaccatgga aattacaaaa a 

76 <210> SEQ. ID NO: 3 

77 <211> LENGTH: 1226 

78 <212> TYPE: DNA 

79 <213> ORGANISM: Mus sp . 

81 <400> SEQUENCE : 3 

82 gacccacgcg tccgtgcctg tttgcgtcct tcggagatga tggttgtgtg tgcaccggca 60 

83 gctgtccggt tcttggccgt gtttacaatg atggctctct gcagcctccc tctgctagga 120 

84 gccagtgcca ccttgaactc agttotcatc aattccaaog cgatcaagaa cctgccccca 180 

85 ccgctgggtg gtgctggggg gcagccgggc tctgctgtca gtgtggcgcc ^gagttctc 240 

86 tatgagggcg ggaaoaagta ccagactctt gacaactacc agccctaccc ttgcgctgaa 300 

87 gatgaggagt gcggctctga cgagtactgc tccagcccca gccgcggggc agccggcgtc 360 

88 ggaggtgtac agaLtgtct ggcttgccga aagcgcagga agcgctgcat sacgcacgct 420 

89 atgtgctgcc ccgggaacta ctgcaaaaat ggaatatgca tgccctctga ecacagccat 480 

90 tttcctcgag gggaaattga ggaaagcatc attgaaaacc ttggtaatga ccacaacgcc 540 

91 gccgcggggg atggatatcc cagaagaacc acactgactt caaaaatata tcacaocaaa 600 
ggacaagaag gc^ccgtctg cctccgatca tcagactgtg ccgcagggct ^gttgtgca 66 

93 agacacttct ggtccaagat ctgtaaacct gtccttaaag aaggtcaggt gtgcaccaag 720 

94 cacaaacgga aaggctccca cgggctggag atattccagc gctgttactg cggggaaggc 780 



95 ctggcttgc. gg.tac.ga. agatcaccat caagccagca attcttctag gctccacacc 840 

96 tgccagagac actaaaccga cagtctaaat atgatggact ctttttatct 900 

97 acgaaaatcc tttatgattt gtcagctcaa tcccaaggat gtaggaatct tcagtgtgta 960 



98 g ~ ac-aa^ac t^ccaaaag ctctggagtg taaggacttt gtttcttgat 1020 

99 ggaac?ccoc tgtgattgca gtaaattact gtgttgtaaa tcctoagtgt ^cacttacc 1080 

100 tgtaaatgca gcaaaacttt taattatttt tctagaggtg tggtacattg -"gtttct 1140 

101 cttgcatgta aatttttttt gtacacggtt gattgtcttg actcataaat attctatatt 1200 

102 ggagtagaaa aaaaaaaaaa aaaaaa 

105 <210> SEQ ID NO: 4 

106 <211> LENGTH: 768 

107 <212> TYPE: DNA 

108 <213> ORGANISM: Homo sapiens 

110 <400> SEQUENCE: 4 

111 atacgactca ctatagggaa tttggccctc gaggccaaga attcggcacg agggttggga 60 

112 ggtattgcca cagtccccac caaggatcat cggcctgcat ggtgtgtcgg agaaaaaaga 120 

113 agcgctgcca ccgagatggc atgtgctgcc ccagtacccg ctgcaataat ggcatctgta 180 
tcccag?tac tgaaagcatc ttaacccctc acatcccggc tctggatggt actcggcaca 240 

115 gagatcgaaa ccacggtcat tactcaaacc atgacttggg atggcagaat ctaggaagac 300 

116 cacacactaa gatgtcacat ataaaagggc atgaaggaga cccctgccta cgatcatcag 360 
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RAW SEQUENCE LISTING DATE: 09/20/2001 

PATENT APPLICATION: US/09/53 0 , 2 19A TIME: 10:43:27 

Input Set : A:\40168.app 

Output Set: N:\CRF3\09202001\l530219A.raw 

117 actgcattga agggttttgc tgtgctcgtc atttctggac caaaatctgc aaaccagtgc 420 

118 tccatcaggg ggaagtctgt accaaacaac gcaagaaggg ttctcatggg ctggaaattt 4 80 

119 tccagcgttg cgactgtgcg aagggcctgt cttgcaaagt atggaaagat gccacctact 540 

120 cctccaaagc cagactccat gtgtgtcaga aaatttgatc accattgagg aacatcatca 600 

121 attgcagact gtgaagttgt gtatttaatg cattatagca tggtggaaaa taaggttcag 6 60 

122 atgcagaaga atggctaaaa taagaaacgt gataagaata tagatgatca caaaaaaaaa 720 

123 aaaaaaaaag atgcggccgc aagcttattc cctttagtga gggttaat 768 

126 <210> SEQ ID NO: 5 

127 <211> LENGTH: 828 

128 <212> TYPE: DNA 

129 <213> ORGANISM: Homo sapiens 

131 <400> SEQUENCE : 5 

132 tggccccgca cgccaaaaat tcggcacgag ggtctggcac tcagaggatg ctctgacctt 60 

133 gaaagggtcc tatctggaga cgagggagta caacgtgctg aatgtgtgcg gttcagggag 120 

134 catttggtaa ccctgcattt gggagcagtg ggcactaacc ggttttggag aggtggacac 180 

135 ataaggactg tgatcagcgc ccgggtccaa gagggcgggt acctggacct ctgggtgcct 240 

136 caccctctcc ccgaaccctt cccacagccg tacccgtgcg cagaggacga ggagtgcggc 300 

137 actgatgagt actgcgctag tcccaccccg cggaggggac cgccggccgt gcaaatctgt 360 

138 ctcgcctgca ggaagcgccg aaaacgctgc atgcgtcacg ctatgtgctg ccccgggaat 420 

139 tactgcaaaa atggaatatg tgtgtcttct gatcaaaatc atttccgagg agaaattgag 480 

140 gaaaccatca ctgaaagctt tggtaatgat catagcacct tggatgggta ttccagaaga 540 

141 accaccttgt cttcaaaaat gtatcacacc aaaggacaag aaggttctgt ttgtctccgg 600 

142 tcatcagact gtgcctcagg attgtgttgt gctagacact tctggtccaa gatctgtaaa 660 
14 3 cctgtcctga aagaaggtca agtgtgtacc aagcatagga gaaaaggctc tcatggacta 720 

144 gaaatattcc agcgttgtta ctgtggagaa ggtctgtctt gccggataca gaaagatcac 780 

145 catcaagcca gtaattcttc taggcttcac acttgtcaga gacactaa 828 

148 <210> SEQ ID NO: 6 

149 <211> LENGTH: 432 

150 <212> TYPE: DNA 

151 <213> ORGANISM: Homo sapiens 

153 <400> SEQUENCE: 6 

154 gcggtggcgg ccgctctaga atagtggatc ccccgggctg caggaattcg gcacgagcgg 60 

155 ctgcgggcgc agagcggaga tgcagcggct tggggccacc ctgctgtgcc tgctgctggc 120 

156 ggcggcggtc cccacggccc ccgcgcccgc tccgacggcg acctcggctc cagtcaagcc 180 

157 cggcccggct ctcagctacc cgcaggagga ggccaccctc aatgagatgt tccgcgaggt 24 0 

158 tgaggaactg atggaggaca cgcagcacaa attgcgcagc gcggtggaag agatggaggc 300 

159 agaagaagct gctgctaaag catcatcaga agtgaacctg gcaaacttac ctcccagcta 360 

160 tcacaatgag accaacacag acacgaaggt tggaaataat accatccatg tgcaccgaga 420 

161 aattcacaag tt 432 

164 <210> SEQ ID NO: 7 

165 <211> LENGTH: 1383 

166 <212> TYPE : DNA 

167 <213> ORGANISM: Gallus sp. 

169 <400> SEQUENCE: 7 

170 cggcgagcgg cagcggcggc tgaggagcgc cggggatgcg gcggggagag ggaccggcgc 60 

171 cgcggcggcg atggctgctg ctgttggccg tgctggcggc tctgtgctgc gccgcggccg 120 

172 ggagcggcgg gcggcggcga gcggccagcc tgggcgagat gctgcgggag gtggaggcgc 180 

173 tgatggagga cacgcagcac aagctgcgca acgccgtgca ggagatggaa gctgaagaag 240 

174 aaggggcaaa aaaactgtca gaagtaaact ttgaaaactt acctcccacc taccataatg 300 
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RAW SEQUENCE LISTING DATE: 09/20/2001 

PATENT APPLICATION: US/09/530 , 2 19A TIME: 10:43:27 

Input Set : A:\40168.app 

Output Set: N:\CRF3\09202001\l530219A.raw 



360 
420 
480 



175 agtccaacac agaaaccaga attggtaata aaactgttca gactcatcaa gaaattgata 

176 aggttacaga taacagaact ggatcaacaa ttttttccga gacaattatt acatctataa 

177 agggtggaga aaacaaaaga aatcatgagt gtatcattga tgaagactgt gaaacaggaa 

178 agtattgcca gttctccacc tttgaataca agtgtcagcc ctgtaaaacc cagcatacac 54 0 

179 actgctcacg agatgttgaa tgctgcggag accagctttg tgtttggggt gagtgcagga 600 

180 aagccacttc aagaggagaa aatggtacca tttgtgagaa ccaacatgac tgcaacccag 660 

181 gaacgtgctg tgcttttcag aaagaactgc tgtttcctgt gtgcactccg ttacccgaag 720 

182 aaggtgaacc ttgccatgat ccttcaaaca gacttctcaa cctgatcacc tgggaactgg 780 

183 aacctgatgg agtactagag cgctgcccat gtgcaagtgg cttgatctgc caacctcaga 840 

184 gcagccacag tactacatct gtgtgtgaac tgtcctccaa tgaaaccagg aaaaacgaaa 900 

185 aagaagatcc cttgaacatg gatgagatgc catttatcag tttaataccc agagatattc 960 

186 tttctgatta cgaagaaagc agcgtcattc aggaagtgcg taaagaatta gaaagcctgg 1020 

187 aggaccaagc aggtgtgaag tctgagcatg acccggctca tgacctattt ctgggagatg 1080 

188 aaatatgaag ttcaaacacc agtttagtta gtcctagaaa ttgttgtcta gtgtcttgct 1140 

189 tacatacacc cttaacagat actgctggat agaagtgcaa taaacatctt cattgagcat 1200 

190 ccgttttcgt gcaccaaacc tgcatgttca aattcatgtt gaattcactc aatctttgga 1260 

191 ccaaactttc catcaaagac aaatgagaaa ggcatcagtg tttcctttgg attaatcctt 1320 

192 tcctttgtac agcagaaata aacgtatcag tactcgtact cattaaaaaa acacacggag 1380 

193 cat 1383 

196 <210> SEQ ID NO: 8 

197 <211> LENGTH: 44 

198 <212> TYPE: PRT 

199 <213> ORGANISM: Artificial Sequence 

201 <220> FEATURE: 

202 <22 3> OTHER INFORMATION: Description of Artificial Sequence: Consensus wnt 

203 Protein 

205 <220> FEATURE: 

206 <221> NAME/KEY: MOD_RES 

207 <222> LOCATION: (2).. (8) y 

208 <223> OTHER INFORMATION: Any Amino Acid 

210 <220> FEATURE: 

211 <221> NAME/KEY: MOD_RES -^-^^^ y 

212 <222> LOCATION: (9) ^ >, ,/ w , 



213 <223> OTHER INFORMATION^ More Than One Amino Acid ) j^yvjtJj^ ^Z 2 ^ i 

215 <220> FEATURE : ' C JL^f^n 

216 <221> NAME/KEY: MOD_RES (J r\ (/Wl <v J 

217 <222> LOCATION: (10).. (16) C A4*XLn 

218 <223> OTHER INFORMATION: Any Amino Acid S(T hJJ ^\ 



218 <223> OTHER INFORMATION: Any Amino Acid 

220 <220> FEATURE: 

221 <221> NAME/KEY: MOD_RES ^ 

222 <222> LOCATION: (18).. (19) 

22 3 <223> OTHER INFORMATION: Any Amino Acid 

225 <220> FEATURE: 

226 <221> NAME/KEY: MOD_RES y 

227 <222> LOCATION: (21).. (26) 

228 <223> OTHER INFORMATION: Any Amino Acid 

230 <220> FEATURE: 

231 <221> NAME/KEY: MOD_RES 

232 <222> LOCATION: (28)., (32) 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/530 , 219A 



DATE: 09/20/2001 
TIME: 10:43:27 



Input Set : A:\40168.app 

Output Set: N:\CRF3\09202001\l530219A.raw 



J 20£C 



233 
235 
236 
237 
238 
240 
241 
242 
243 
245 
246 
247 
248 
250 

W--> 251 
252 

W--> 254 
255 

W--> 257 
258 
261 
262 
263 
264 
266 
267 
268 
270 
271 
272 
273 
275 
276 
277 
278 
280 
281 
282 
283 
285 
286 
287 
288 
290 
291 
292 
293 
295 
296 



<22 3> OTHER INFORMATION: Any Amino Acid 

<220> FEATURE: 

<221> NAME/KEY: MOD_RES 

<222> LOCATION: (35).. (38) r 

<223> OTHER INFORMATION: Any Amino Acid 

<220> FEATURE: 

<221> NAME/KEY: MOD_RES ^ 

<2 2 2> LOCATION: (40).. (41) 

<223> OTHER INFORMATION: Any Amino Acid 

<220> FEATURE: 

<221> NAME/KEY: MOD_RES f 
<222> LOCATION: (43) 

<223> OTHER INFORMATION: Any Amino Acid 
<4 00> SEQUENCE: 8 / 



cys 
1 



xaa 



Xaa Xaa Xaa Xaa 



Xaa\ 



Xaa Xaa Xaa Xaa Xaa Xaa Xaa 



Cys Xaa Xaa Cys Xaa Xaa Xaa Xaa Xaa Xaa Cys Xaa Xaa Xaa Xaa Xaa 

^ 20 r s 25 , 30 

Cys Cys Xaa Xaa Xaa Xaa Cys Xaa Xaa Gly Xaa Cys 

35 40 
<210> SEQ ID NO: 9 
<211> LENGTH: 65 
<212> TYPE: PRT 

<213> ORGANISM: Artificial Sequence 
<220> FEATURE: 

<223> OTHER INFORMATION: Description of Artificial Sequence: Consensus wnt 

Protein 
<220> FEATURE: 
<221> NAME/KEY: MOD_RES 
<222> LOCATION : ( 2 ) . . ( 3 ) 

<223> OTHER INFORMATION: Any Amino Acid 

<220> FEATURE: 

<221> NAME/KEY: MOD_RES 

<222> LOCATION: (5).. (6) 

<22 3> OTHER INFORMATION: Any Amino Acid 

<220> FEATURE: 

<221> NAME/KEY: MOD_RES 

<222> LOCATION: (8).. (11) 

<22 3> OTHER INFORMATION: Any Amino Acid 

<220> FEATURE: 

<221> NAME/KEY: MOD_RES 

<222> LOCATION: (14). .(15) 

<22 3> OTHER INFORMATION: Any Amino Acid 

<22 0> FEATURE: 

<221> NAME /KEY : MOD_RES 

<222> LOCATION: (17) 

<223> OTHER INFORMATION: Any Amino Acid 

<220> FEATURE: 

<221> NAME/KEY: MOD_RES 



Use of n and/or Xaa has been detected in the Sequence Listing. 

, Review the Sequence Listing ro insure a corresponding 
^ explanation is presented in the <220> to <223> fields of 
each sequence using n or Xaa. 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/09/530, 219A 



DATE: 09/20/2001 
TIME: 10:43:28 



Input Set : A:\40168.app 

Output Set: N:\CRF3\09202001\l530219A.raw 



L:ll M:271 C: Current Filing Date differs, Replaced Current Filing Date 

L:251 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 8 

L:254 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 8 

L:257 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 8 

L:356 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 9 

L:359 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 9 

L:362 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 9 

L:365 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 9 
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